Replacement Sheet 



:!EST AVAILABLE COPY 



AS1 ► 




12 3 4 

1) Normal Ovary 2) Tumor 
3) Normal Ovary 4) Tumor 
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Normal Colon 
Colon Carcinoma 
Prostate Carcinoma 
Breast Carcinoma 
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1 CTGTAGCAGGCAGAGCTTACCAAGTCTCTCCGAACTCAAATGGAAGAAATACCTTATGAA 60 
6 1 TGTAAGAATGTAGGGGGTCATGGCTTGTAATTTACACAGTGTAAATGAAACCATCCTAGA 12 0 
121 GGATTATGAGGAATCCTTTCTATGTGATTTTCAATCATAGCAAGCAAGAAAGGCTCCAGT 18 0 
181 GTCAAGGTAGTTCAGCTCTTACAGGATATAAAACAGTCCATACTTGAGAGAAAAAACTTA 2 4 0 
241 GATCTGAGTGATGGAATGTGAAGCAAATCTTTCAAAATCAGTAGACATTTCTTGGACATA 300 
3 01 AAACACAGATGAGGAAAGGGCTTCAAATTAGAAGTTACGTAATCACCATCAGAAAGTTCA 3 60 

3 61 TGTTTGGTAAATTCTGTTACTAGAAATGTAGGAAATTCAGGTATAGCTTTGAATCCCAAT 42 0 

4 21 TACACATTGGTCAGTGGGAAAACTAAGGGCCTCCAACAGGCAAATTCAGGGAGGATAGGT 4 80 
4 81 TTCAGGGAATGCCCTGGATTCTGGAAGAC qTCACCATGGp ACGCCCCCGACCTCGTGCGG 540 

MG R P R P RAA- 
541 CCAAGACGTGGAT, GTTCCTGCTCTTGCT GGGGGGAGCCTGGGCAGGACACTCCAGGGCAC 600 
K T W M |f L L L l" 



W A G H S R A 



601 AGGAGGACAAGGTGCTGGGGGGTCATGAGTGCCAACCCCATTCGCAGCc frTGGCAGGCGG 660 
EDKVLGGHECQPHSQPWQAA- 

661 CCTTGTTCCAGGGCCAGCAACTACTCTGTGGCGGTGTCCTTGTAGGTGGCAACTGGGTCC 720 
• L F 0 G 0 QL LCGGVLVGGNWVL- 

721 TTACAGCTGCCCAC^I ^TAAA^AACCGAAATACACAGTACGCCTGGGAGACCACAGCCTAC 78 0 
TAAH+CKKPKYTVRLGDHSLQ- 

781 AGAATAAAGATGGCCCAGAGCAAGAAATACCTGTGGTTCAGTCCATCCCACACCCCTGCT 84 0 
NKDGPEQEIP V V 0 5 I P H P C Y - 



8 41 A CAACAGCAG CGATGTGGAGGACCACAACCAl GATCTGATGCTTC rTCAACTGCGTGACC 900 



N 



DVEDHNH D+LMLLQLRDQ- 
9 01 AGGCATCCCTGGGGTCCAAAGTGAAGCCCATCAGCCTGGCAGATCATTGCACCCAGCCTG 960 

ASLGSKVKPISLADHCTQPG- 
9 61 GCCAGAAGTGCACCGTCTCAGGCTGGGGCACTGTCACCAGTCCCCGAGAGAATTTTCCTG 102 0 
Q K.C TVSGWGTVTS P R ENFP D - 
1021 ACACTCTCAACTGTGCAGAAGTAAAAATCTTTCCCGAGAAGAAGTGTGAGGATGCTTACC 108 0 

TLN CAEV KIFPQKKCEDAYP- 
10 81 CGGGGCAGATCACAGATGGCATGGTCTGTGCAGGCAGCAGCAAAGGGGCTGACACGTGCC 114 0 
G 0 I T D G M VCAG SS KGa(d)'TC Q 



1141 AGGGCGATTCTGGAGGCCCCp TGGTGTGTGATGGTGCACTCCAGGGCATCACATCCTGGG 1200 

G D G G P L VCDGALQGITSW (g)- 

12 01 GCTCAGACCCCTGTGGGAGGTCCGACAAACCTGGCGTCTATACCAACATCTGCCGCTACC 12 60 

sdpcgrsdkp,(g)vytnicryl- 

12 61 TGGACTGGATCAAGAAGATCATAGGCAGCAAGGGCTGATTCTAGGATAAGCACTAGATCT 132 0 

DWIKKIIGSKG* SEQ ID No . 6 
1321 CCCTT AATAAA,C TCACGGA^TTC SEQ ID NO . 7 

I I = Kozak's Consensus sequence 

+ = Conserved amino acids of catalytic triad H, D, S 
i Nss I = Possible N - linked glycosyiation site 

• ' = Poly - adenylation signal 

I I = Conserved nt of catalytic triad 

Q = aa required for formation of an oxyanion hole for catalytic activity 
I FLLL I = Secretion signal sequence 
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Neur 47 7 AGAGGCCACCATGGGACGCCCCCCACCCTGTGCAATCCAGCCGTGGATCC 52 6 

III iiiriiiiiiiiiiiii III nil I II iiiiiii 

T14 506 AGACCTCACCATGGGACGCCCCCGACCTCGTGCGGCCAAGnCGTGGATGT 55 5 
52 7 TTCTGCTTCTGTTCATGGGAGCGTGGGCAGGGCTCACCAGAGCTCAGGGC 57 6 

I mil 11 I mill mum i i mi ii iiii 

556 TCCTGCTCTTGCTGGGGGGAGCCTGGGCAGGACACTCCAGGGCACAGGAG 60 5 
57 7 TCCAAGATCCTGGAAGGTCGAGAGTGTATACCCCACTCCCAGCCTTGGCA 62 6 

Nil I nil mi mil mm ii iiiiiiiim 

606 GACAAGGTGCTGGGGGGTCATGAGTGCCAACCCCATTCGCAGCCTTGGCA 65 5 
62 7 GGCAGCCTTGTTCCAGGGCGAGAGACTGATCTGTGGGGGTGTCCTGGTTG 676 

III iiiiiimmm II m iiiiiii iiiiim ii i 

656 GGCGGCCTTGTTCCAGGGCCAGCAACTACTCTGTGGCGGTGTCCTTGTAG 70 5 
677 GAGACAGATGGGTCCTCACGGCAGCCCACTGCAAAAAAGAGAAGTACTCC 72 6 

I I II I Ml IIII II II mm II IIIIIII III III I 

7 06 GTGGCAACTGGGTCCTTACAGCTGCCCACTGTAAAAAACCGAAATACACA 75 5 
727 GTGCGTCTGGGTGATCATAGCCTCCAGAGCAGAGATCAGCCGGAGCAGGA 7 76 

II II mil II II mil nil inn ii iiiii ii 

756 GTACGCCTGGGAGACCACAGCCTACAGAATAAAGATGGCCCAGAGCAAGA 80 5 
777 GATCCAGGTGGCTCAGTCTATCCAGCATCCTTGCTACAACAACAGCAACC 82 6 

III IIII mill IIII II II iniiiiiii nil I 

806 AATACCTGTGGTTCAGTCCATCCCACACCCCTGCTACAACAGCAGCGATG 85 5 
82 7 CAGAAGATCACAGTCACGATATAATGCTCATTCGACTGCAGAACTCAGCA 87 6 

II II nil II III I mil III mil ii in 

856 TGGAGGACCACAACCATGATCTGATGCTTCTTCAACTGCGTGACCAGGCA 905 
877 AACCTCGGGGACAAGGTGAAGCCGGTCCAACTGGCCAATCTGTGTCCCAA 926 

III III III II II II II Ii Mill III il III 

906 TCCCTGGGGTCCAAAGTGAAGCCCATCAGCCTGGCAGATCATTGCACCCA 9 55 
92 7 AGTTGGCCAGAAGTGCATCATATCAGGCTGGGGCACTGTCACCAGCCCTC 9 76 

ninnimm i i iiiiiiiniiiiiiiiiiiiii ii i 

95 6 GCCTGGCCAGAAGTGCACCGTCTCAGGCTGGGGCACTGTCACCAGTCCCC 100 5 
97 7 AAGAGAACTTTCCAAACACCCTCAACTGTGCGGAAGTGAAAATCTATTCC i02 6 

mill mil nil iiiiiiiiiii iiiii iiiiiii i n 

1006 GAGAGAATTTTCCTGACACTCTCAACTGTGCAGAAGTAAAAATCTTTCCC 105 5 
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1027 CAGAACAAGTGTGAGAGAGCCTATCCAGGGAAGATCACCGAGGGCATGGT 1076 

mil iiiiiiiii II II II III iiiiiii II iiiiiiii 

105 6 CAGAAGAAGTGTGAGGATGCTTACCCGGGGCAGATCACAGATGGCATGGT 1105 
1077 CTGTGCTGGCAGCAGCAATGGAGCTGACACGTGCCAGGGTGACTCAGGAG 1126 

mill iiiimiiii II iiiiiiiiiiiiiiiii II II mi 

1106 CTGTGCAGGCAGCAGCAAAGGGGCTGACACGTGCCAGGGCGATTCTGGAG 1155 

• • « • . 

112 7 GCCCTCTGGTGTGCGACGGGATGCTCCAGGGCATCACCTCATGGGGCTCA 1176 

mi iimm ii ii iiiiiimmii ii imiiiii 

1156 GCCCCCTGGTGTGTGATGGTGCACTCCAGGGCATCACATCCTGGGGCTCA 1205 

• * • • . 

117 7 GACCCCTGTGGGAAACCCGAGAAJaCCTGGAGTCTACACCAAAATCTGCCG 12 2 6 

mimmm mi iiiiiiii iim iiiii iiiiiiii 

12 06 GACCCCTGTGGGAGGTCCGACAAACCTGGCGTCTATACCAACATCTGCCG 12 5 5 
122 7 CTACACTACCTGGATCAAGAAGACCATGGACAACAGGGACTGATCCTGG 127 5 

' . mi iiiiiiimiiii III I II 11 II IIIII II I 

1256 CTACCTGGACTGGATCAAGAAGATCATAGGCAGCAAGGGCTGATTCTAG 1304 



Neur SEQ ID No. 8 

T14 SEQ ID No. 9 
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Tadgl4 1 MGRPRPRAAKTWMFLLLLGGAWAGHSRAQEDKVLGGHECQPHSQPWQAAL 50 

nil I I I- III Hill -III hi I II iiiiiiiiii 

Neurop 1 MGRPPPCAIQPWILLLLFMGAWAGLTRAQGSKILEGRECIPHSQPWQAAL 50 
51 FQGQQLLCGGVLVGGNWVLTAAHCKKPKYTVRLGDHSLQNKDGPEQEIPV 100 

llh-hlllllll IIIIIIIIII IMIIIIIill-^l Hill I 

51 FQGERLICGGVLVGDRWVLTAAHCKKQKYSVRLGDHSLQSRDQPEQEIQV 100 
101 VQSIPHPCYNSSDVEDHNHDLMLLQLRDQASLGSKVKPISLADHCTQPGQ 150 

III lllll-l- lll-ihll = -l-- l-ll 1111= II- I • II 

101 AQSIQHPCYNNSNPEDHSHDIMLIRLQNSANLGDKVKPVQLANLCPKVGQ 150 
151 KCTVSGWGTVTSPRENFPDTLNCAEVKIFPQKKCEDAYPGQITDGMVCAG 200 

II :|llllllll-IIIMIMIIIIh I III IIIMhilllll 

151 KCIISGWGTVTSPQENFPNTLNCAEVKIYSQNKCERAYPGKITEGMVCAG 200 
201 SSKGADTCQGDSGGPLVCDGALQGITSWGSDPCGRSDKPGVYTNICRYLD 2 50 

II iiiiiiiiiniiiiii iiiiiiiiiiiih =111111 nil 

201 SSNGADTCQGDSGGPLVCDGMLQGITSWGSDPCGKPEKPGVYTKICRYTT 250 

2 51 WIKKIIGSKG 260 SEQ ID No . 7 
Mil • 

251 WIKKTMDNRD 260 • 
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